Fig. S1
Thermomorphogenic response requires both PIF4 and PIF7 for hypocotyl elongation in short-day (SD). 
Table S1
List of oligonucleotides used in this study.
Fig. S1
. Thermomorphogenic response requires both PIF4 and PIF7 for hypocotyl elongation in short-day (SD). Hypocotyl elongation of wild-type (Col-0) and pif mutants grown in SD (8h light, 16 hour dark) at 21°C for 4 days then either kept at 21°C or transferred to 28°C (at ZT2 on day 5) for five additional days. Elongation during the last 5 days is indicated. Different letters indicate significant difference (two-way ANOVA with Tukey's HSD test, P < 0.05, n > 25).
Fig. S2
PIF4 and PIF7 regulate thermomorphogenic hypocotyl elongation downstream of phyB and cry1. (a-c) Hypocotyl elongation of indicated genotypes grown in LD at 21°C for 4 days then either kept at 21°C or transferred to 28°C for three additional days. Elongation during the last 3 days is indicated. Different letters indicate significant difference (two-way ANOVA with Tukey's HSD test, P < 0.05, n > 25).
Fig. S3
Relative expression of genes that were previously implicated in thermomorphogenesis.
Seedlings were grown as indicated in Fig. 2a . Gene expression values were calculated as fold induction relative to a Col-0 sample at 21°C, t = 0. n = 3 (biological) with 3 technical replicas for each RNA sample. Data are mean, error bar indicates 2XSE. Different letters indicate significant difference (two-way ANOVA with Tukey's HSD test, P < 0.05).
Fig. S4
Relative expression of temperature-induced genes in Col-0 and pif mutants. Seedlings were grown as indicated in Fig. 2a . Gene expression values were calculated as fold induction relative to a Col-0 sample at 21°C, t = 90 min. n = 3 (biological) with 3 technical replicas for each RNA sample. Data are mean, error bar indicates 2XSE. Different letters indicate significant differences within timepoints (p<0.05).
Fig. S5
PIF7 and PIF4 form homo-and hetero-dimers in yeast. Yeast two-hybrid ẞ-galactosidase assay testing the interactions between full-length PIF7 and PIF4 fused to either GAL4 binding domain (BD-) or GAL4 activation domain (AD-). Yeast co-transformed with the indicated vectors were spotted on SD-LW medium (10x serial dilutions from OD0.1 to OD0.001) and grown for two days at 30°C before an X-gal-containing agarose overlay. Plates were kept at 37°C in darkness and pictures were taken after 5h (all combinations with BD-PIF4) and 22h (all the others). Empty pGBKT7 and pGADT7 vectors are used as negative controls. Point mutation PB9 GTGTCTGCGTTCTCAAAACG pif5-3 (pil6-1 
